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Pesrome

B nacrosmee Bpems Bompocs! Ko-uHpeknuun COVID-19 u Tybepkynesa akTyalbHBI U1 CTPaH C BRICOKUM OpeMeHeM
TyOepKyiesa. B craTbe npeacTaBineHsl pe3yinbTaThl H3y4eHHs YyBCTBUTEILHOCTH K pU(aMITHINHY B YCIOBHAX ITaHAEMHUN
COVID-19 xak y 00IBpHBIX TyOEpPKYIIe30M, Tak U y MaruenToB ¢ ko-uHdpekmuerr COVID-19 u Tybepkynesa. Kak y 001b-
HBIX TyOEpKyJIe30M, Tak My O0mpHBIX ¢ Ko-uH(peknueit Covid-19 u TyGepKkyne30M 4yBCTBUTEIHHOCT K pHUGBAMITAIITHY
HaOIIOaNack Jamie, 9eM pe3ucTeHTHOCTh. OmHako npu ko-uH(pekmun Covid-19 u TyGepkymnes3 pe3sucTeHTHOCTh B IIPO-
LIEHTHOM COOTHOIIEHNH OKa3aJIach TOPa3/i0 HIKE, YeM y MAlUEHTOB C TYOEpKyIe30M.

KuroueBble cioBa: COVID-19, Tybepkynes, Ko-uHMEKIHUS.

Summary. Molecular genetic analysis of mycobacterium tuberculosis in the pandemic COVID-19

COVID-19 co-infection and tuberculosis are currently relevant in countries with a high tuberculosis burden. The article
presents the results of a study of sensitivity to rifampicin in the context of the COVID-19 pandemic in both tuberculosis pa-
tients and patients with co-infection with COVID-19 and tuberculosis. Both in patients with tuberculosis and in patients with
co-infection with Covid-19 and tuberculosis, sensitivity to rifampicin was observed more often than resistance. However, in
co-infection with Covid-19 and tuberculosis, the percentage of resistance was much lower than in patients with tuberculosis.

Key-words: COVID-19, tuberculosis, co-infection.

Rezumat. Analiza molecular-genetici a mycobacteriu tuberculosis in pandemia COVID -19

Co-infectia COVID-19 si tuberculoza sunt in prezent relevante in tarile cu o rata inaltd a tuberculozei. Articolul
culoza, cat si la pacientii cu co-infectia COVID-19 si tuberculoza. Atat la pacientii cu tuberculoza, cat si la pacientii cu
co-infectia COVID-19 si tuberculoza, sensibilitatea la rifampicind a fost observata mai des decat rezistenta. Cu toate aces-
tea, in co-infectia COVID-19 si tuberculoza, procentul de rezistentd a fost mult mai mic decat la pacientii cu tuberculoza.

Cuvinte-cheie: COVID-19, tuberculoza, co-infectie.

Beenenue. TyGepkynes (Th) m COVID-19 —
9TO WH(EKINOHHBIC 3a00JCBaHUS, ITOPAKAIOITHE
B IepByto ouepeab Jierkue. KoponaBupyc 2019
(COVID-19) — sto TmKenmass ocTpas pecrupaTop-
Has WHQEKIHs, BbI3BaHHas KopoHaBHpycoM SARS-
CoV-2. BriepBbie oH ObIT 0OHApYXE€H B KUTAHCKOM
ropose YXaHb W BBI3BAJ MPOIOJDKAIONIYIOCS TTaH/Ie-
muro. K 17 ¢eBpans 2021 roga Bo BceM MHpE OT 3TOH
nHpekun ymepino 2413912 genosek, a 109217366
genoBek coobmmmi o COVID-19 Beemupnoit Opra-
HH3aIuH 3apaBooxpaHeHus [1].

Ty6epkyie3 BBI3BIBACTCS OakTepueit
Mycobacterium tuberculosis. B 2019 romy 3apa3u-
nuch 10 muiiioHoB yenoBek U 1400 ThicsSy ymepiu.
Tybepkynes — oqHa u3 10 OCHOBHBIX IPHYHUH CMEPTH
B MUpE U TIepBasi IpUYMHA CMEPTH OT OTAEIHHON MH-
hexrm [2].

XOTS  TOYHBIE MEXaHW3Mbl  KO-WH(EKIUU
COVID-19 u Tybepkyne3a He U3BECTHBI, HCCIIEIO-

BaHUS MMOKA3aJI HECKOIBKO BOBMOXKHBIX ITyTEH ATO-
ro. Hanmpumep, narepdepon tuma I (IFN) obnagaer
MPOTUBOBHUPYCHBIMH CBOWCTBaMH, HO €CTh TaKke
nmobounple  3(PQeKT HECOOTBETCTBYIONIEH WU
HecBoeBpeMeHHOU peakiuu [FN, kortopsie MoryT
MPUBECTH K BOCIPUUMYUBOCTH K TyOEpKyJIe3HOU
nH(MEKIN pu BUPYCHBIX MHQeKnusx. Heperymn-
pyeMbIii MeTa0OJN3M TITIOKO3BI O00OCTpPSET HEKOH-
TpONUpPyeMbIE BOCTAJIUTEIbHBIE PEaKIUH Yy TallH-
€HTOB, YTO SIBIISIETCS BBHICOKUM PHUCKOM ITHEBMOHUU
COVID-19 u 6sIcTpOTro MporpeccupoBanus 3adoe-
BaHuA. Kpome Toro, pasButue TyOepkyiesa y 00ib-
HBIX CaxapHbIM JTHa0eTOM MOYKET YBEINYMBATHCS B
2-4 paza [3, 4, 5, 6].

B uccnenoanuu, npoBeieHHOM B YXaHH, 3Ha-
YUTEIHHOE CHIDKEHHE KoiimdecTBa T-ImuMQonuToB
npousouio y 76% u3 522 nauuentos ¢ COVID-19.
KommaectBo CD4 1 CD8 pe3ko CHHU3MIOCH, a BHI-
KuBmue T-KIeTKH ToKazamn «(PpyHKIIMOHAIBHOE
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Jluaepamma 1. TIponieHT NEPBUYHBIX U TOBTOPHBIX MAI[IEHTOB

HCTOLICHWE». ODTO HUCTOUICHHE U JIUCPYHKIHS
T-KJIETOK MOXKET MPUBECTH K PA3BUTUIO aKTUBHOTO
TyOepKyne3a y MalleHTOB C JIATCHTHBIM TyOepKy-
ne3oM. B roponax c 3arps3HeHHBIM BO3JYXOM Ha-
Omronaercst pocT 3a00JIeBaEMOCTH TYOEpKYJIe30M H
COVID-19. [InoTHOCTb HAaceNIeHUs TaKKe SIBISETCS
BBICOKUM PHUCKOM 000MX MH(DEKIUH, epeaaronmuX-
Csl BO3AYIIHO-KamelbHbIM myTeM [7, 8, 9]. Usyue-
HUE KJIMHUKO-IA0OPATOPHBIX MAAHHBIX TPHU KO-HH-
¢dexuun COVID-19 u TyGepkynesa sBisieTcsi 0c000
aKTyaJIbHbIM B CTPaHaxX C BBICOKMM OpeMEHEM Ty-
Oepkyresa.

Heaw padorsl. [IpoBecTn MONEKyIIpHO-TEHETH-
YECKHH aHaJIM3 YyBCTBUTEIBHOCTH MHKOOAKTEPHA
TyOepKyJie3a K pu(aMIuIuHy B YCIOBUSIX MMaHICMHH

Covid-19, cpaBHUTH pe3yJabTaThl C aHAJIOTHYHBIMU
JIAaHHBIMU TAIUEeHTOB ¢ Ko-uH(pekuuerr COVID-19 u
TyOepKyJie3a.

Marepuanasl u MeToabl. B wuccienoBanuu
HCIOJB30BAIMCh MOKPOTA, JIABaX, ILICBpaibHAs
JKUJIKOCTh M JIp. ATOJOTHYECKUE MaTepUallbl, 10-
crynuBmue B Hanmonaneuyw Pedepenc nabopa-
toputo npu HUU Jlerounsix 3a0oneBanuii B nepu-
on Bpemenu ¢ ampens 2020 roga nmo suBapp.2021
roja.

Ob6cnenosansl 125 nanmenta: 85 (68%) Myx4nH
u 40 (32%) KEeHII¥H.

[To tumy 3aboneBanus Tyoepkyiesom: 94 (75%)
nanueHTa OblIM nepBUYHbIMH, 31 (25%) — peunau-
Bupytoummu (Quacpamma 1).
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Jluazpamma 2. TIpouieHT 9yBCTBUTEIHEHOCTH K PUGAMITUIIMHY TOJIBKO y MAIMEHTOB C TYOEPKYIe30M
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Jluaezpamma 3. TIpOLIEHT YyBCTBUTEIBHOCTH K pr(aMITUIMHY Y MalueHToB ¢ Ko-uHpekuueii Covid-19 u Tydepkysezom

N3 125 naunenToB y 68 (54%) auarHocTupoBaH
TyOepKynes, ay 57 (46%) orMeuanach KO-MHQEKIHS
Covid-19 u TyOepkynesa.

OOpa3upl  MaTroJOrMYecKoro Marepuaija HHO-
KyJIMpOBaHbl HAa TBEPAYI IMMTATEIbHYIO Cpeny —
Levenstein Jensen (LI) u B KHMAKYIO MUTATEIbHYIO
cpeny — aBromaruuecknii anmapar Middlebrook 7H9
Bactec960 MGIT. UyBcTBUTEIBHOCTH K pr(aMITHITH-
HY B HCCJIEJOBAaHUHU OIPEICIISUIN MOJICKYJIIPHO-TCHE-
trnaeckuM MeronoM GeneXpert MTB/RIF.

Pe3yabTart. Y manueHToB ¢ TYOSpKyJIe30M pe-
synmerar GeneXpert MTB/RIF Obur cnemyrormmm:
OTpHUIATENIbHBIE PE3yJabTaThl OOHapyX eHbl y 25
(37%) manmenToB, pe3ucteHTHoie —y 16 (24%) na-
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